benzoylpyralomicin 2a derived from pyralomicin la and pyralomicin 2a using anomalous scattering of the bromine atom. The absolute configurations ofpyralomicins lb~Id and 2b~2c were suggested to be the same as pyralomicin la and pyralomicin 2a, respectively, by comparing the circular dichroismspectra.
We have isolated novel antibiotics, pyralomicins la-Id (1-4), and 2a~2c (5-7) ( Fig. 1 ) from the culture broth of Microtetraspora spiralis MI178-34F181}, and elucidated the planar structures and relative configurations by NMRspectroscopy2). In this paper,
we describe the absolute configurations of 1 -7.
Results and Discussion
Pyralomicins (1~7) are crystalline compounds but their X-ray crystallographic analyses gave no solutions for absolute stereochemistry due to their microcrystalline nature. By /?-bromobenzoylation of 1 which was a major component of 1 series in pyralomicins (1~4) and the separation of random /?-bromobenzoylated products, crystalline 7'-0-/?-bromobenzoylpyralomicin la (8) was obtained.
In the same manner, crystalline 2f-O-pbromobenzoylpyralomicin 2a (9) was obtained. The po-147 sitions of the />-bromobenzoyl groups in 8 and 9 were determined to be 7 and 2' by the analyses of NMR spectra, respectively. Both compoundswere applied to X-ray crystallography and they gave solutions. The conditions of the X-ray crystallographic analyses are described in Table 1 , and the absolute configurations were established to be as shown in Fig. 2 and Fig. 3  using anomalous scattering of the bromine atom. The absolute structures of 1 and 5 were determined
respectively. As described in our previous paper2), the relative configurations of the 1 series (1~4) and the 2 series (5~7) are the same, respectively. To establish the -1200). Therefore, the absolute configurations of 2~4 and 6^7 were suggested to be the same as 1 and 5, respectively.
Experimental

General
MPswere determined on a Yanagimotomicro melting point apparatus and were uncorrected. Optical rotations were measured with a Perkin-Elmer 241 polarimeter.
NMRspectra were recorded on a JEOL JNM-A500 spectrometer. Mass spectra were taken by a JEOL JMS-SX102 spectrometer. CD spectra were obtained with a JASCOJ-72,0 spectrometer (solvent: methanol; concentration: lO^g/ml; temperature: 25°C). The reaction mixture was then evaporated under reduced pressure; the residue was dissolved in ethyl acetate, and the solution was washed with aqueous sodium hydrogen carbonate and water, and dried over anhydrous magnesium sulfate. After removal of the solvent, the residue was purified by silica gel column chromatography (Wakogel C-300 (Wako Pure Chemical Industries, Ltd., Japan), n-hexane-ethyl acetate 2: 1 X-Ray Crystallography of 8 A yellow prism crystal of8 (C27H22NO8Cl2Br) having approximate dimensions of 0.02 x 0.08 x 0.35mm was mountedon a glass fiber. All measurements were made on a Rigaku AFC-7R diffractometer with graphite monochromated Cu-Ka radiation. Of the 3786 reflections which were collected, 2550 were unique. No decay correction was applied. Anempirical absorption correction using the program DIFABS3)was applied which resulted in transmission factors ranging from 0.51 to 1.24 . The structure was solved by direct methods4) and expanded using Fourier techniques5\ The non-hydrogen atoms were refined anisotropically. having approximate dimensions of0.15 x 0.15 x 0.20mm was mounted on a glass fiber. All measurements were made on a Rigaku AFC-7Rdiffractometer with graphite monochromated Cu-Ka radiation. Of the 13071 reflections which were collected, 8602 were unique. No decay correction was applied. An empirical absorption correction using the program DIFABS3) was applied which resulted in transmission factors ranging from 0.75 to 1.00. The structure was solved by Patterson methods and expanded using Fourier techniques5). Some non-hydrogen atoms were refined anisotropically, while the rest were refined isotopically.
The final cycle of full-matrix least-squares refinement was based on 5612 
